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caArray

Highlights of caArray 2.3.1 released on 2/2/2010

The release notes can be found at
https://gforge.nci.nih.gov/frs/download.php/8183/caarray_release_notes_2_3_1.txt.

This release represents a feature release of the caArray 2 software. Highlights of caArray 2.3.1 are:

Export to GEO: Affymetrix single-channel CHP experiments♦   
17972: Allow deletion of already imported but not parsed data files♦   

•   

A production version of caArray 2.3.0 is available on the NCI CBIIT production server:
array.nci.nih.gov.

•   
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What's New on caArray - Archive•   
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caIntegrator2

Highlights of caIntegrator2 v1.0.1 released on 01/13/2010

Addition of a new Visible parameter for Study Managers to select how data annotation is shown to
Study Investigators.

•   

Study Investigators can create Lists of Genes and save them for use in Analysis workflows.•   
A new capability for searching pathway data in caBio, and for creating gene lists from pathway search
results.

•   

A new capability for searching gene symbols in caBio, and for creating gene lists from search results.•   
A new capability for using multiple keywords in all caBio searches.•   
Corrected links for support and contact.•   
Interface to GenePattern grid-based modules now provides a link for downloading GCT and CLS
files.

•   

Option to upgrade to newer versions of caIntegrator2 without removing existing study data and user
data.

•   

Study Managers can now add customizable external links, which are displayed as part of the study.•   
Details are in the [release note]•   
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geWorkbench

Highlights of geWorkbench 1.8.0 released on 11/6/2009

geWorkbench 1.8.0 was released on 11/6/2009. It introduces a new analysis and visual component:
Gene Ontology Enrichment, which is built on Ontologizer 2.0. Please visit [geWorkbench 1.8.0
release note] for details.

•   

The latest downloads can be obtained from https://gforge.nci.nih.gov/frs/?group_id=78.•   
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GenePattern

Highlights of GenePattern 3.2.2 released on 12/31/2009

Public server performance improvement: release database connections before running analysis jobs•   
Several bug fixes•   
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Feedback

If you would like to provide feedback on how MATKC is doing, please feel free to fill this feedback
form anonymously. Your inputs are very important to help us better serve the community.

•   
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